A number of studies in several bird species have investigated whether song changes with age (e.g. Nottebohm & Nottebohm 1978; Mountjoy & Lemon 1995; Hasselquist et al. 1996). Some of these studies have looked at changes in song of individual birds with age (longitudinal approach) whereas others have compared age cohorts at the same time (cross-sectional approach). As we argued in our paper (Gil et al. 2001), none of these studies has addressed the differences of inference that the two methods allow. Our study of the willow warbler, Phylloscopus trochilus, was the first to address this issue and to compare the results of the two methods applied to bird song characteristics. The results showed that the two methods agreed well in the patterns found: an increase in repertoire size and song versatility, and no increase in song length and repertoire fixation. The only difference was that the longitudinal analysis identified an increase in element rate that was not found in the cross-sectional analysis.
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Our interpretation of the results was two-fold. First, we argued that song repertoire size and versatility were age dependent, and would thus be honest signals of age. Second, the disagreement between the two methods with regard to element rate was taken to imply 'that there is a negative correlation between element rate and survival in first-year males' (page 691).
In his critique of our paper, Forstmeier (2002) focuses on this second conclusion, rather than the main result, that is the age dependency found for two song characteristics by both of the methods. He argues that our second conclusion does not hold statistically, because the power of detecting a difference in the cross-sectional analysis was too low. He is right here, and we agree that a larger sample size would be required to confirm a mortalitydependent cost of element rate. However, we would like to stress that we carefully phrased this result analysis as 'this implies', trying to make sense of the pattern found without overinterpreting the results.
Forstmeier also argues that theoretically there should be a positive relationship between sexually selected signals and age. This is debatable. Several models predict a negative correlation. First, a pure Fisherian mode of evolution of sexually selected traits predicts a negative relationship (Fisher 1930) . Second, the first version of the handicap hypothesis (Zahavi 1975) explicitly assumed two stages: in the first stage the costs of developing the handicap impair survival; and in the second stage a positive relationship between handicap size and quality is established as a result of differences in male quality. Third, with a good-genes model, it can be predicted that some males may overinvest in the development of traits and pay a survival cost later in life. The first version of the handicap hypothesis presented considerable problems (Maynard Smith 1976) , and the predictions of both Fisherian and good-genes hypotheses are still in debate (Kokko 2001), so a general conclusion on this issue is not yet possible.
The recent meta-analysis by Jennions et al. (2001) showed that the overall relationship between survival and the development of sexually selected traits is a positive one. However, the same review is cautious about this general result and the authors stress the fact that there are reasons to expect a negative relationship in early life history stages (see for instance, Price 1984), and that little research has been done to address this issue explicitly. Our study could provide one such example, although we agree with Forstmeier in that the statistical power is low and that direct tests of the hypothesis are needed.
To conclude, we do not think that we overinterpreted our results, as we did not phrase them as strongly as Forstmeier suggests. We agree with him that progress in science requires a rigorous adherence to statistical rules of inference, but we would also add that plausible hypotheses should be freely exposed and data sets such as ours, Correspondence: D. Gil, Departamento de Ecología Evolutiva, Museo Nacional de Ciencias Naturales (CSIC), José Gutiérrez Abascal, 2, 28006 Madrid, Spain (email: dgil@mncn.csic.es 
